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Research progress on antibiotic resistance and health risk of Escherichia coli in
food and clinical environment
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(College of Energy and Environmental Engineering, Hebei Key Laboratory of Air Pollution Cause and Impact, Hebei University of
Engineering, Handan 056038)

Abstract The abuse of antibiotics leads to the detection of many residual antibiotics and antibiotic resistance
genes in food environment and clinical environment. As one of the foodborne pathogenic bacteria, Escherichia
coli can easily acquire and spread antibiotic resistance genes and develop resistance to many antibiotics. Antibiotic
resistance in Escherichia coli can spread between the food environment and the clinical environment, increasing the
resistance of the bacterial community in the human body. As a repository of antibiotic resistance genes, antibiotic-
resistant Escherichia coli has seriously threatened food safety and human health, and the emergence of antibiotic
resistance strains in food environment and clinical environment have become a global public health concern. Based
on the research progress both at home and abroad, this paper introduced the present situation of antibiotic-resistant

Escherichia coli in food and clinical environment, elaborated the food trade to promote the spread of antibiotic-
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resistant Escherichia coli in global clinical environment and the driving factors of antibiotic-resistant strains of

Escherichia coli. Escherichia coli resistance in the route of transmission between food and clinical environment and

the risk to the health of human body are discussed, in order to provide a reference for future research and management

of antibiotic-resistant Escherichia coli.

Key words Escherichia coli; Antibiotic resistance; Food environment; Clinical environment; Multiple

antibiotic resistance
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Tab.1 Antibiotic resistance level of Escherichia coli in food environment
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Tab. 2 Antibiotic resistance level of Escherichia coli in clinical environment
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