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Application of the PBPK model in the interactions between antibacterial
drugs and other drugs

Li Qing-xian'2, Gong Fei'-2, Hu Jin-fang', and Zhou Ying'
(1 The First Affiliated Hospital of Nanchang University, Nanchang 330006;
2 School of Pharmacy, Nanchang University, Nanchang 330006)

Abstract Bacterial infection is a common clinical complication, and antibacterial drugs, as widely used anti-
infective drugs, are often used in combination with immunosuppressive agents, anti-tumor drugs, and other drugs.
Due to potential drug-drug interactions (DDIs), the co-administration of antibacterial drugs with other drugs remains
challenging. In recent years, physiologically based pharmacokinetic (PBPK) models have been increasingly used to
predict drug-drug interactions to better guide the choice of treatment options and drug dosages. This article reviews
the concept of the PBPK model and its application in the interactions between antibacterial drugs and other drugs, so
as to provide theoretical and evidence-based basis for the rational use of clinical antibacterial drugs.

Key words Physiologically based pharmacokinetic model; Antibacterial drugs; Drug-drug interactions
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